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Speakers 

Prof. Dariusz Plewczyński 

Prof. Dariusz Plewczyński received MS in Theoretical Physics from University of Warsaw in 

1995 and PhD in Physical Chemistry from Polish Academy of Sciences, Poland. He did his 

postdoctoral research at International Institute for Cell and Molecular Biology, Poland. Dr. 

Plewczynski worked in The Burnham-Sanford Institute in San Diego, CA, USA in 2002. He 

was also a postdoc at the bioinformatics laboratory of Helsinki University in 2003. In 2004 he 

was a visiting researcher at Merck Research Laboratories (IRBM), Italy. From 2002 to 2011, 

he was an assistant professor at University of Warsaw, Poland. In 2011, He visited Stanford 

University within the Top500 Polish Ministry of Science programme. He received a DSc 

degree (habilitation) in Computer Science and bioinformatics in 2012 at the Institute of 

Computer Science, which is part of Polish Academy of Sciences. 



From 2011, he was the head of the bioinformatics team at the University of Warsaw (first at 

ICM, and later from 2015 at Centre of New Technologies). He has been involved in 

bioinformatics projects in the Leading National Research Centre of the Medical University of 

Bialystok from 2012. He was a visiting professor at The Jackson Laboratory for Genomic 

Medicine; Yale University within the senior Fulbright fellowship (2013-2014). 

His main expertise covers computational genomics, biostatistics and bioinformatics. He is 

actively developing computational intelligence algorithms, performing biophysical simulations 

and applying computational modeling to various interdisciplinary problems in Human 

genomics. His recent achievements cover qualitative and quantitative biological data analysis, 

the general systems theory and interdisciplinary problems in the context of bioinformatics, 

genomics, drug design, and systems biology; ensemble learning systems, meta-clustering 

techniques. 

Currently, he is a Professor at the University of Warsaw in the Center of New 

Technologies (CeNT), Warsaw, Poland, and the head of the Laboratory of Functional and 

Structural Genomics. 

 

Dr. Jacek Sroka  

dr Jacek Sroka is an assistant professor at the Univeristy of Warsaw, Poland. His research 

interests include databases, distributed system, workflow modelling, Petri nets and 

bioinformatics. He has over 50 published peer reviewed papers. He has supervised 5 PhD 

students, promoted over 40 MSc students and over 50 BSc students. He is also electoral systems 

expert at the Polish Electoral Office. 

 

Attendance  

Number of participants: 85 (5 IEEE Members) 
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